Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; R factor = 0.039; wR factor = 0.091; data-to-parameter ratio = 12.4.
The title compound, C 12 H 16 N 4 O 3 SÁH 2 O, which has potential as a possible antimalarial drug, was studied when small deviations in melting points, for two differently aged preparations, were observed. The unexpected existence of a water molecule of crystallization is considered to be the cause of this variation. The 7H-pyrrolo [2,3-d] pyrimidine unit is very slightly puckered with a total puckering amplitude of 0.035 (2) Å ; its mean plane makes an angle of 88.40 (12) with the mean plane through the ribofuranosyl unit. In the crystal, the molecules are bound by strong O-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds, utilizing all available protons and linking mainly through the water of crystallization.
Related literature
For details of the synthesis of and for background to the title compound, see: Riegelhaupt et al. (2010) . For related structures, see: Seela et al. (2007) ; Abola & Sundaralingam (1973) . For ring conformations, see: Cremer & Pople (1975 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: CrystalClear (Rigaku Americas, 2005 ); cell refinement: FSProcess in PROCESS-AUTO (Rigaku, 1998) ; data reduction: FSProcess in PROCESS-AUTO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP in WinGX (Farrugia, 1999) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009) .
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Comment
The title compound was prepared as part of a study of purine transport or purine salvage pathway inhibitors with potential as alternative anti-malarial drugs (Riegelhaupt et al., 2010) . Its common name is 7-(5'Methylthio-β-D-erythrofuranosyl)- The molecules are packed in three dimensions using 6 strong hydrogen bonds of the O-H···O and N-H···O types (Table   1 ). The graph set motifs (Etter et al., 1990; Bernstein et al., 1995) Figure 2 ). The C-H···π interaction involving the methyl hydrogen H6'A and the 5-membered pyrrolo ring (at 2.80 Å) is considered fortuitous but noted here for completeness.
Experimental
The title compound was prepared as described in the supplementary data section (compound 10) by Riegelhaupt et al. (2010) .
Refinement
The H atoms of the ordered hydroxyl, water and amine atoms were placed in the positions indicated by a difference electron density map and their positions were allowed to refine with U iso (H) = 1.5U eq (O,N). The water H atoms were restrained to an O-H distance of 0.82 (2) Å. The methyl H atoms were constrained to an ideal geometry (C-H = 0.98 Å) with U iso (H) = 1.5U eq (C), but were allowed to rotate freely about the adjacent C-C bonds. All other H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms with C-H distances of 0.95 (aromatic), 0.99 (methylene) or 1.00 (tertiary) Å with U iso (H) = 1.2U eq (C,N). Thirty-four high angle outlier reflections identified by having F o >>F c and collected in the same area of reciprocal space (and with ΔF o **2/e.s.d. > 5) were omitted from the final cycles of refinement based on the lack of backstop mask corrections. Figures   Fig. 1 . An ORTEP (Farrugia, 1999) view showing the asymmetric unit of (I) with 50% probabilility ellipsoids. The dotted lines represents an intermolecular hydrogen bond. Fig. 2 . Mercury cell packing view (Macrae et al., 2006) emphasizing the links with the water of crystallization: conventional hydrogen bonds not running up the a axis are shown (dotted lines).For the complete hydrogen bonding set see Table 1 . Contact atoms are shown in ball mode; H atoms are omitted for clarity. Symmetry operations: 
